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The Platform: Proximity Extension Assay
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Covering the broad range of the plasma proteome
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The Pharma Proteomics Project

Proteins circulating in our blood may
play a role in the development of many
life-threatening diseases.
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A greater understanding of such
markers offers opportunities for more
precise, targeted treatment.
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Genetic regulation of the human plasma proteome in
54,306 UK Biobank participants

Benjamin B. Sun!, Joshua Chiou*", Matthew Traylor**, Christian Benner**, Yi-Hsiang Hsu">", Tom G.
Richardson*, Praveen Surendran®*, Anubha Mahajan**, Chloe Robins”*, Steven G. Vasquez-Grinnell*",

Liping Hou®", Erika M. Kvikstad®, Oliver S. Burren'’, Madeleine Cule'!, Jonathan Davitte’, Kyle L.
Ferber!2, Christopher E. Gillies®, Asa K. Hedman', Sile Hu?, Tinchi Lin's, Rajesh Mikkilineni'¢, Rion
K. Pendergrass*, Corran Pickering'’, Bram Prins', Anil Raj"', Jamie Robinson', Anurag Sethi'!, Lucas
D. Ward'®, Samantha Welsh!’, Carissa M. Willis'®, Alnylam Human Genetics, AstraZeneca Genomics
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Genomic and drug target evaluation of 90
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Folkersen et al. 2020 Genomic and drug target evaluation of 90 cardiovascular proteins in 30,931 individuals. Nat Metab 22, 1135-1148
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Customers taking Olink discoveries to the clinic
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